Introduction
Adipose tissue is a metabolic active tissue that secretes multiple metabolically important proteins known as 'adipokines'. Some adipokines could be relate to insulin resistance which has a causal role in Type 2 diabetes mellitus (T2DM) and its cardiovascular complications. Adiponectin, an adipocyte-secreted protein, is known to have anti-atherogenic, anti-inflammatory and antidiabetic properties and its serum levels are decreased in obesity, T2DM, and coronary artery disease. Different polymorphisms have been identified in humans and examined for their possible association with insulin resistance indexes and circulating adiponectin concentrations. Variants of ADIPOQ have been inconsistently associated with adiponectin levels or diabetes in diverse populations.
Aim
We explored association of single nucleotide polymorphism (SNP) in the ADIPOQ (+276 G>T, rs1501299) with circulating total adiponectin and insulin resistance (IR) in Ukrainian T2DM cohort.
• The following parameters have been measured using enzyme-linked immunosorbent assay (ELISA) according to the manufacturers instructions: insulin (DRG insulin ELISA kit, Germany); total adiponectin (ALPCO Diagnostics, USA). Triglycerides have been determined with an autoanalyzer (LX20-Pro from Beckman-Coulter, Woerden, the Netherlands) with kits from Beckman-Coulter; nonetherified fatty acids (NEFA) have been evaluated with a kit of Wako Diagnostics (Richmond, VA, USA). The homeostasis model assessment of insulin resistance (HOMA-IR) and insulin sensitivity (QUICKI) were calculated. Fasting blood glucose (FBG), HbA1c were determined.
• The SNP +276 G>T in the ADIPOQ was detected using polymerase chain reaction restriction fragment length polymorphism -(PCR-RFLP): DNA was amplified with PCR (APM276F GGCCTCTTTCATCACAGACC, APM276R AGATGCAGCAAAGCCAAAGT ) followed by restriction enzyme digestion (using Mva1269I). The products were size-separated on 2% agarose gel [DNA marker (M) pUC19 ], stained with ethidium bromide, and pictured on an ultraviolet light box (Fig. 1) .
Conclusions
The study demonstrates for the first time that ADIPOQ variants are associated with IR phenotype in Ukrainian T2DM patients. We suggest the predominаnt impact of metabolic disturbances and hyperinsulinemia on diabetic hypoadiponectinemia genesis.
Results
Comparing with C significant (p<0.001) increase in triglyceridemia, plasma NEFA levels, plasma insulin levels and HOMA-IR as well as hypoadiponectinemia were observed in T2DM patients (Table 2) . (Fig. 2) . 
